INTERPRETATION TABLE
DQ low/DQB1*03 medium to high resolution SSP typing

Amplification patterns of the DQB1*02:01 to DQB1*06:44 alleles

To) o
3| Q| (0t2)8e | vOb-, (282)29 | ¢ V1O |
o o
BB R || L9z ;6665 | (802088 o vOV-, (092)s5 | , 636~
7o) o
B| ®| €19z | V1L, (09225 | . 665~
7o) To)
b(S 5| (€05 | VOO-, (£5£)98 | 106~
ol o
B RN Q| (216 | LLb- | (6ST)TZ | OOV~ (ze)is |, Bov-
ToiTe) To)
_ |18 SR A 0tase Vo (0v2)8y | 9P~ 5 (092)SS |09 5 (092)SG | VOB~ | (€SE)98 | LOD-,
E
To) To)
5 N v (eL1)92 | ¢ LO1-, (09215 | 165
o To)
B|® | 6218z | ov6- ¢ (6u1)8Z | OVE-, (992).5 |, 660~
o To)
o N v (££1)92 | ¢ VLL-, (es)08 | , 106+
o o
—
T} nM__ M_.u Amw.ﬂvom € ©<<-_ Amvaow _m._.Um._
oo o
R NIPY 2 (c21)6 | ¢ L16- 5| (ELT)9T | ¢ VLL- o] (ELT)9T | ¢ LOL- (€5€)98 | ¢ BOV- 4| (€5€)98 | 2OV~ 4
Lo Lo
m_.u ﬂ Rlu (27)92 | ¢ BBB- (95€).8 | . 166-
D
QD |~ .
n| 350 4% >
Y— | T4 ” N— N—r
£ a<£ 3 E =
c cl 0 o o
0 Olo of T 3
doja o ™




Well No.

49

50

51

52

53

54

55

56

57

58

59

60




Length of spec. 2251220 210| 220|130 | 135|145| 210 165|135 | 95 | 115
PCR product(s) 270 185 | 245 130
Well No. 49 | 50 | 51 | 52| 53 | 54 | 55 | 56 | 57 | 58 | 59 | 60
DQB1 allele® ser.”

*02:01:01-02:02,

02:04-02:06 D@2, — o1

*02:03 DQ2 51 54

*03:01:01:01-

03:01:02, 03:01:04-

03:01:06, 03:27- baz, - S2 o9 S7

03:29, 03:35-03:36

*03:01:03 DQ7 52 55 57
*03:02:01-03:02:05,

03:32 DQS8, — 53 55

*03:03:02:01-

03:03:04, 03:30- DQ9, - 54 55

03:31, 03:38

*03:04 DQ7 52 55 57 58
*03:05:01-03:05:04 DQ8 53 55 59
*03:06 DQ3 54 55 60
*03:07 DQS8 53 55

*03:08 DQ8 53 55

*03:09 DQ7 52 55 57

*03:10 DQ3 52 55

*03:11 DQS8 53 55

*03:12 DQ9 54 55

*03:13 DQ7 52 55 57

*03:14 DQ3 52 55 58

*03:15 DQ9 54 55

*03:16 DQ7 52 55 57

*03:17 DQ9 55 59
*03:18 DQ8 53 55

*03:19 DQ7 52 55 57

*03:20 DQ9 54 55 59
*03:21-03:22 - 52 55 57

*03:23 - 55

*03:24 - 52 55 57

*03:25 - 54 55 60
*03:26 - 54 55

*03:33-03:34 - 54 55




*03:37

53

55

Well No.

49

50

51

52

53

54

55

56

57

58

59

60

Length of spec.

225

220

210

220

130

135

145

210

165

135

95

115

PCR product(s)

270

185

245

130

Well No.

49

50

51

52

53

54

55

56

57

58

59

60

*04:01:01-04:02:02,
04:04-04:08

*04:03:01-04:03:02

DQ4, -

54

56

56

*05:01:01:01-05:12

DQS5, -

49

*06:01:01-06:01:06,
06:43

*06:02:01,
06:04:01, 06:04:03-
06:06, 06:07:02,
06:08:02-06:10,
06:12-06:25, 06:27,
06:33-06:39, 06:42

*06:02:02

*06:03:01,
06:04:02, 06:07:01,
06:08:01, 06:11:01-
06:11:02, 06:26N,
06:28, 06:30-06:32,
06:40-06:41, 06:44

*06:03:02
*06:29

DQ6, -

DQ1,
DQ5,
DQ6, -

DQ6

DQ1,
DQS,
Null, —

DQ6
DQ6

50

50

50

50

50
50

53

DQB1 allele®

Sser.

Well No.

49

50

51

52

53

54

55

56

57

58

59

60




INTERPRETATION TABLE

Amplification patterns of the DQB1*02:01 to DQB1*06:44 alleles

DQ low/DQB1*03 medium to high resolution SSP typing
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61

62

63

64

65

66

A -999°

68

69

70

71

72

Well No.




110] 135|135 ] 135|260 | 160 | 130 | 130|130 | 175 | 175 | 160 Length of spec.
145 260 220 PCR product(s)
61 | 62 | 63| 64| 65| 66| 67| 68| 69| 70| 71| 72 Well No.
ser.” DQB1 allele®

*02:01:01-02:02,

ek = 02:04-02:06

68 DQ2 | *02:03

*03:01:01:01-

03:01:02, 03:01:04-

65 67 | 68 [ ba7, - 03:01:06, 03:27-

03:29, 03:35-03:36

65 67 71 DQ7 | *03:01:03

*03:02:01-03:02:05,

70 DQS, - 03:35

*03:03:02:01-

68 70 DQ9, -  03:03:04, 03:30-

03:31, 03:38

65 67 71 DQ7 *03:04

70 DQ8 | *03:05:01-03:05:04

68 ?2 2 DQ3 *03:06

61 ?2 2 DQ8 | *03:07
62 ?2 2 DQ8 *03:08

63 65 67 68 71 DQ7 | *03:09

64 | 65 67 68 71 DQ3 *03:10

63 ?2 2 DQ8 | *03:11

64 | 65 68 ?2 2 DQ9 *03:12

65 66 67 68 ? 7 DQ7 | *03:13

64 | 65 67 ?2 2 DQ3 *03:14

61 68 ?2 2 DQ9 | *03:15
61 65 68 ?2 2 DQ7 *03:16
68 ?2 2 DQ9 | *03:17

69 ? 2 DQ8 *03:18

65 67 68 70 DQ7 | *03:19

68 2 2 DQ9 *03:20

65 66 67 68 71 _ *03:21-03:22

68 2 2 712 = *03:23

65 67 68 | 69 71 _ *03:24

70 = *03:25

63 68 ?2 2 - | *03:26

68 ?2 2 = *03:33-03:34




? ? - *03:37

61 | 62 | 63 | 64| 65 | 66 | 67 | 68 | 69 | 70 | 71 | 72 Well No.
110| 135| 135|135 260|160 | 130 | 130|130 | 175|175 160 Length of spec.
145 260 220 PCR product(s)
61 | 62 | 63 | 64| 65 | 66 | 67 | 68 | 69 | 70 | 71 | 72 Well No.
*04:01:01-04:02:02,

70 By = 04:04-04:08

70 - *04:03:01-04:03:02

DQ5, - *05:01:01:01-05:12

*06:01:01-06:01:06,

64 DQ6, — 06:43

*06:02:01,

06:04:01, 06:04:03-

38;’ 06:06, 06:07:02,

DQ6 _’ 06:08:02-06:10,

> 06:12-06:25, 06:27,

06:33-06:39, 06:42

62 DQ6| *06:02:02
*06:03:01,

06:04:02, 06:07:01,

72 Bgé’ 06:08:01, 06:11:01-

Null _’ 06:11:02, 06:26N,

’ 06:28, 06:30-06:32,

06:40-06:41, 06:44

62 72 DQ6 \ *06:03:02
DQ6 *06:29

ser.” DQB1 allele®

61 62 | 63 | 64| 65 | 66 | 67 | 68| 69 | 70 | 71 | 72 Well No.




